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Corrections&amendments

Author Correction: Dynamic SUMO modification regulates
mitotic chromosome assembly and cell cycle progression in
Caenorhabditis elegans

Federico Pelisch, Remi Sonneville, Ehsan Pourkarimi, Ana Agostinho,
J. Julian Blow, Anton Gartner & Ronald T. Hay

Theoriginal version of this article contained an error in Fig. 6, inwhich the leftmost panel in Fig.
6f was alsomistakenly inserted into the leftmost panel of Fig. 6e. The correct version of Fig. 6 is:
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As a consequence of the error in Fig. 6, the legend of Fig. 6e, f incorrectly reads ‘(e) AIR-2
in vitro sumoylation reactions were performed. For the GEI-17 dose response, UBC-9 was used
at 200 nM and GEI-17 at 50, 100 and 250 nM. (f) Sequence alignment of C. elegans AIR-2 and its
human and mouse orthologs, Aurora B, bearing the two putative SUMO modification sites
(highlighted in red). In vitro sumoylation reactions were performed as in (e), with limiting
amounts of UBC-9 and using 100 and 250nM GEI-17 using wild-type AIR-2 and mutants.’

This should read ‘(e)’ AIR-2 in vitro sumoylation reactions were performed. On the left
panel, UBC-9 was used at 200, 400, and 1000 nM. For the GEI-17 dose response (right blot),
UBC-9 was used at 200nM and GEI-17 at 50, 100, 250 and 500 nM. (f) Sequence alignment of C.
elegans AIR-2 and its human and mouse orthologs, Aurora B, bearing the two putative SUMO
modification sites (highlighted in red). In vitro sumoylation reactions were performed as in (e),
with limiting amounts of UBC-9 (100nM) and using 100 and 250 nMGEI-17 using wild-type AIR-
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2 and mutants.’, where ‘GEI-17 at 50, 100, 250 and 500nM’ replaces
‘GEI-17 at 50, 100 and 250nM’ and ‘limiting amounts of UBC-9
(100nM)’ replaces ‘limiting amounts of UBC-9’.

The errors have not been corrected in the PDF or HTML versions
of the article.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,
adaptation, distribution and reproduction in any medium or format, as
long as you give appropriate credit to the original author(s) and the
source, provide a link to the Creative Commons license, and indicate if
changes were made. The images or other third party material in this
article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not
included in the article’s Creative Commons license and your intended
use is not permitted by statutory regulation or exceeds the permitted
use, you will need to obtain permission directly from the copyright
holder. To view a copy of this license, visit http://creativecommons.org/
licenses/by/4.0/.
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