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Research Article

Interleukin-1 and TRAF6-dependent activation of
TAK1 in the absence of TAB2 and TAB3
Jiazhen Zhang, Thomas Macartney, Mark Peggie and Philip Cohen
MRC Protein Phosphorylation and Ubiquitylation Unit, School of Life Sciences, University of Dundee, Dundee DD1 5EH, U.K.
Correspondence: Philip Cohen ( p.cohen@dundee.ac.uk)

Interleukin-1 (IL-1) signaling induces the formation of Lys63-linked ubiquitin (K63-Ub)
chains, which are thought to activate the ‘master’ protein kinase TGFβ-activated kinase 1
(TAK1) by interacting with its TAK1-binding 2 (TAB2) and TAB3 subunits. Here, we report
that IL-1β can also activate the TAB1–TAK1 heterodimer present in TAB2/TAB3 double
knockout (DKO) IL-1 receptor-expressing cells. The IL-1β-dependent activation of the
TAB1–TAK1 heterodimer in TAB2/3 DKO cells is required for the expression and E3 ligase
activity of tumor necrosis factor receptor-associated factor 6 (TRAF6) and is reduced by
the small interfering RNA (siRNA) knockdown of ubiquitin conjugating 13 (Ubc13), an E2conjugating enzyme that directs the formation of K63-Ub chains. IL-1β signaling was
restored to TAB1/2/3 triple KO cells by the re-expression of either TAB1 or TAB2, but not
by an ubiquitin binding-defective mutant of TAB2. We conclude that IL-1β can induce the
activation of TAK1 in two ways, only one of which requires the binding of K63-Ub chains
to TAB2/3. The early IL-1β-stimulated, TAK1-dependent activation of p38α mitogen-activated protein (MAP) kinase and the canonical IκB kinase (IKK) complex, as well as the
NF-κB-dependent transcription of immediate early genes, was similar in TAB2/3 DKO
cells and TAB2/3-expressing cells. However, in contrast with TAB2/3-expressing cells,
IL-1β signaling was transient in TAB2/3 DKO cells, and the activation of c-Jun N-terminal
kinase 1 ( JNK1), JNK2 and p38γ was greatly reduced at all times. These observations
indicate a role for TAB2/3 in directing the TAK1-dependent activation of MAP kinase
kinases that switch on JNK1/2 and p38γ MAP kinases. These observations and the transient activation of the TAB1–TAK1 heterodimer may explain why IL-1β-dependent IL-8
mRNA formation was abolished in TAB2/3 DKO cells.
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Interleukin-1 (IL-1) has a central role in regulating immune and inﬂammatory responses to infection
and tissue damage [1]. IL-1 signaling is initiated by the recruitment of MyD88 (Myeloid
Differentiation primary response gene 88) to the IL-1 receptor (IL-1R) complex, which is followed by
the interaction of IL-1R-associated kinase 4 (IRAK4) with MyD88 and IRAK1 and/or IRAK2 with
IRAK4, to form an oligomeric complex termed the Myddosome [2,3].
IRAK1 activates several E3 ubiquitin ligases. First, it interacts with tumor necrosis factor receptorassociated factor 6 (TRAF6) [4] and induces its dimerization and activation [5]. Second, it phosphorylates Pellino1 and Pellino2, converting them from inactive into active E3 ligases [6–8]. TRAF6 and
Pellino1/2 can then form productive complexes with the E2-conjugating enzyme complex termed
ubiquitin conjugating 13 (Ubc13)-Uev1a to generate Lys63-linked ubiquitin (K63-Ub) chains [9]. In
contrast, the pseudokinase IRAK2, which lacks kinase catalytic activity, can activate TRAF6 [10], but
would not be expected to be capable of activating Pellino1 and Pellino2 [9].

© 2017 The Author(s). This is an open access article published by Portland Press Limited on behalf of the Biochemical Society and distributed under the Creative Commons Attribution License 4.0 (CC BY).

2235

Biochemical Journal (2017) 474 2235–2248
DOI: 10.1042/BCJ20170288

It is widely accepted that IL-1-generated K63-Ub chains activate TGFβ-activated kinase 1 (TAK1, also called
MAP3K7) [11,12]. Cells express two TAK1 complexes, which comprise the TAK1 catalytic subunit (TAK1),
TAK1-binding protein 1 (TAB1) and either TAB2 or TAB3 [13]. The K63-Ub chains interact speciﬁcally with
the C-terminal Npl4 Zinc Finger (NZF) domain present in TAB2 and TAB3 [14,15] triggering the activation of
TAK1 complexes in vitro [11,12].
One role of TAK1 is to activate mitogen-activated protein (MAP) kinase (MAPK) kinase 4 (MKK4) and
MKK7 (also called MAP2K4 and MAP2K7) [16,17], which activate c-Jun N-terminal kinase 1 ( JNK1) and
JNK2, while another is to initiate the activation of IKKβ [18–20]. The dual phosphorylation of IKKβ at Ser177
and Ser181 permits IKKβ to phosphorylate and activate the transcription factors nuclear factor kappa B
(NF-κB) [21] and interferon regulatory factor 5 (IRF5) [22,23] and the protein kinase tumor progression locus
2 (Tpl2, also called MAP3K8). The IKKβ-dependent activation of Tpl2 requires the phosphorylation of its
p105/NF-κB1 subunit [24,25] and Tpl2 itself [26]. Tpl2 activates MEK1 (mitogen-activated kinase kinase or
ERK kinase), MEK2 (also called MAP2K1 and MAP2K2, respectively), MKK3 and MKK6 (also called
MAP2K3 and MAP2K6, respectively) [27,28]. MEK1 and MEK2 activate extracellular signal-regulated kinase 1
(ERK1) and ERK2, whereas MKK3 and MKK6 appear to operate redundantly with MKK4 to activate p38α
MAP kinase. The relative importance of MKK3, MKK4 and MKK6 in activating p38α MAP kinase varies with
cell type and cell stimulus [28].
If the interaction of K63-Ub chains with TAB2 and TAB3 is required to activate the heterotrimeric TAB1–
TAK1–TAB2 and TAB1–TAK1–TAB3 complexes, then the activation of TAK1 should not occur in cells devoid
of TAB2 and TAB3 expression. Here, we have made extensive use of CRISPR (clustered regularly interspaced
short palindromic repeat)/Cas9 (CRISPR-associated protein 9) gene-editing technology to examine this hypothesis in IL-1R* cells, a human embryonic kidney (HEK) 293 cell line that stably expresses low levels of IL-1R.
IL-1β signaling in these cells is dependent on the expression of IRAK1 and requires both the expression and
protein kinase activity of TAK1 [9]. We report that IL-1 activates the TAB1–TAK1 heterodimer rapidly and
robustly in IL-1R* cells lacking expression of TAB2 and TAB3, but activation is more transient than in TAB2/
3-expressing cells. These and other ﬁndings demonstrate that IL-1 activates TAK1 in two ways, only one of
which requires the interaction of K63-Ub chains with TAB2/3.

Materials and methods
DNA constructs and proteins
Recombinant DNA procedures, restriction digests and ligations were performed using standard protocols. All
PCRs were carried out using KOD Hot Start DNA polymerase (Merck Millipore). DNA sequencing was performed by the DNA Sequencing Service, School of Life Sciences, University of Dundee (www.dnaseq.co.uk).
All clones were human unless stated otherwise.
DNA clones encoding TAB1 (DU51103), TAB2 (DU46500), TAB2[T674A/F675A] (DU46511), TRAF6
(DU51583), TRAF6[C70A] (DU51585) and TRAF6[L74H] (DU51584) were inserted into
pRetroX-Tight-Puromycin vectors [20]. DNA clones encoding IL-1R1 (DU46481), FLAG-TRAF6 (DU32495),
FLAG-TRAF6[L74H] (DU46743) and FLAG-TRAF6[120-522] lacking the Really Interesting New Gene
(RING) domain (DU51445) were inserted into a pBABE vector [20].
Human IL-1β (DU8685) [29] was expressed in Escherichia coli and puriﬁed by the Protein Production Team
of the Medical Research Council Protein Phosphorylation and Ubiquitylation Unit (MRC-PPU). The DNA
clones and proteins generated for the present study have been assigned [DU] numbers and can be ordered
from the reagents section of the MRC-PPU website (https://mrcppureagents.dundee.ac.uk/).

Antibodies
Polyclonal antibodies against TAK1 (S828A, ﬁrst bleed) and TAB1 (S823A, ﬁrst bleed) were raised in sheep by
the antibody production team of the MRC-PPU. An antibody that recognizes IKKα phosphorylated at Ser176
and Ser180, and IKKβ phosphorylated at Ser177 and Ser181 (#2697), an antibody recognizing p38α phosphorylated at Thr180 and Tyr182 and p38γ MAP kinase phosphorylated at Thr183 and Tyr185 (#9211), and antibodies recognizing TAK1 phosphorylated at Thr187 (#4536), p105/NF-κB1 phosphorylated at Ser933 (#4806),
ERK1 and ERK2 phosphorylated at Thr202/Tyr204 (#9101), and antibodies recognizing all forms of TAK1
(#4505), TAB2 (#3745), TAB3 (#14241), p38α MAP kinase (#9212), X-linked inhibitor of apoptosis protein
(XIAP; #2012), cellular inhibitor of apoptosis protein (cIAP1; #7056) and glyceraldehyde 3-phosphatase
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dehydrogenase (GAPDH; #2118) were purchased from Cell Signaling Technology. An antibody recognizing
TAB1 (#ab151408) was obtained from Abcam, an antibody recognizing Ubc13 (#37-1100) and a
phospho-speciﬁc antibody recognizing JNK1 and JNK2 phosphorylated at Thr183 and Tyr185 (#44682) were
from Invitrogen, an antibody recognizing IKKβ (#05-535) was from Merck Millipore and an antibody recognizing TRAF6 (#sc-7221) was from Santa Cruz Biotechnology. A phospho-speciﬁc antibody that recognizes
IRAK4 phosphorylated at Thr345 and Ser346 [30] was a generous gift from Dr Vikram Rao, Pﬁzer, Boston,
U.S.A. Secondary antibodies coupled to horseradish peroxidase were obtained from Thermo Scientiﬁc.

Generation of IL-1R* cells lacking expression of TRAF6 and/or TAB subunits
using the CRISPR/Cas9 gene-editing technology
IL-1R* cells expressing low levels of the IL-1R were generated as described recently [9]. The guide (g) RNAs
used to target the genes encoding TRAF6, TAB1, TAB2, TAB3 and XIAP1 are listed in Supplementary
Figure S1. The gRNA plasmids targeting each gene were pooled and 10 mg was used to transfect IL-1R* cells
for 8 h using the GeneJuice transfection reagent (Merck Millipore). Doxycycline was then added to the cells to
a ﬁnal concentration of 1.0 mg/ml, and a further 18 h later, the cells were again transfected with the same
amounts of gRNA plasmids. After 48 h, cells were single-cell plated into 96-well plates and left until colonies
began to form (2–3 weeks). The loss of expression was analyzed by immunoblotting after their immunoprecipitation (TAB1 and TAB3). Multiple TAB1 knockout (KO) and TAB3 KO clones were generated, a few of which
were selected for further study. Double KO (DKO) IL-1R* cells lacking expression of both TAB2 and TAB3
were generated by targeting TAB3 KO IL-1R* cells with a pair of gRNAs speciﬁc for TAB2. Triple knockout
(TKO) IL-1R* cells lacking any expression of TAB1, TAB2 and TAB3 were generated by targeting the TAB2/
TAB3 double KO cells with a pair of gRNAs for TAB1. DKO cells lacking expression of TRAF6 and TAB1 and
TKO cells lacking expression of TRAF6, TAB2 and TAB3 were generated by targeting TAB1 KO cells or TAB2/
TAB3 DKO cells with a pair of gRNAs for TRAF6. TKO cells lacking expression of TAB2, TAB3 and XIAP
were generated by targeting TAB2/3 DKO cells with a pair of gRNAs for XIAP. The DKO or TKO cells were
produced by CRISPR/Cas9 technology using an improved procedure. One pair of gRNAs was generated to
target TAB1, TAB2, TRAF6 or XIAP. The antisense gRNA was introduced to the vector encoding the Cas9
[D10A] mutant, which only cleaves one strand of the DNA molecule complementary to the gRNA. In contrast,
the sense gRNA was inserted into a plasmid containing a puromycin-resistance gene. Each gRNA plasmid
(1.0 μg) was mixed with 1.0 ml of serum-free DMEM and 0.02 ml of polyethylenimine (1.0 mg/ml), and after
incubation for 20 min at 20°C, the solution was added to the cells dropwise for transfection. After 48 h, the
medium was replaced with fresh medium containing 2.0 μg/ml puromycin. The cells were then single-cell
plated into 96-well plates and left until colonies began to form (2–3 weeks). The mutational efﬁciency was analyzed by immunoblotting of the cell extracts for the relevant proteins.

Re-expression of components of the TAK1 complex and TRAF6
TAB1/2/3 TKO cells expressing HA-tagged versions of TAB1, TAB2, the TAB2[T674A/F675A] mutant, TRAF6
and the E3 ligase-inactive TRAF6 mutants, TRAF6[C70A] and TRAF6[L74H], and TRAF6[120-522] lacking
the N-terminal 119 amino acid residues containing the RING domain were generated by retroviral transduction
[20]. Viruses encoding the gene of interest and the Tet-On protein were harvested 48 h after transfection,
diluted four-fold with fresh medium and incubated with the cells for 24 h in the presence of 2.0 μg/ml protamine sulfate (Sigma). Fresh medium containing 1 mg/ml G418 (Tet-On) and 2.0 μg/ml puromycin (gene of interest) was added to select the transduced cells. To induce gene expression, cells were cultured for 16 h in the
presence of 0.1–1.0 mg/ml doxycycline.

Quantitative RT-PCR
IL-1R* cells were seeded into 24-well plates at a ﬁnal concentration of 1.5 × 105 per ml, and the RNA was
extracted using an RNA MicroElute kit from VWR (R6831-01). RNA was reverse-transcribed using the iScript
cDNA synthesis kit from Bio-Rad (170-8891). Quantitative PCR was performed using SsoFast EvaGreen
Supermix from Bio-Rad (172-5204) in the CFX384 (Bio-Rad). Primer sequences:
IL-8 forward: 50 -ATAAAGACATACTCCAAACCTTTCCAC-30 ;
IL-8 reverse: 50 -AAGCTTTACAATAATTTCTGTGTTGGC-30 ;
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IκBα forward: 50 -GATCCGCCAGGTGAAGGG-30 ;
IκBα reverse: 50 -GCAATTTCTGGCTGGTTGG-30 ;
A20 forward: 50 -GCAGAAAAGCCGGCTGCGTG-30 ;
A20 reverse: 50 -CGCTGGCTCGATCTCAGTTGCT-30 .
Normalization was performed using 18S RNA and the ΔΔCt method. Primer sequences used were 18S
forward: 50 -GTAACCCGTTGAACCCCATT-30 ; 18S reverse: 50 -CCATCCAATCGGTAGTAG-CG-30 .

Other materials and methods
The IAP inhibitor GT12911 (also called compound A) [31–33] was provided by Dr Stephen Condon
(Tetralogic Pharmaceutical Corp, Malvern, PA, U.S.A.). The TAK1 inhibitor NG25 was provided by
Dr Nathanael Gray (Dana Farber Cancer Institute, Boston, U.S.A.). Cell culture, cell stimulation, IL-8 secretion,
cell lysis, SDS–PAGE and immunoblotting [9] and siRNA knockdown of Ubc13 [29] were performed as
described.

Reproducibility and statistical analysis
All experiments in the present paper were repeated at least three times with similar results, unless stated otherwise. Statistical analyses were performed with the GraphPad Prism Software, and quantitative data in graphs
and bar charts are presented as the arithmetic mean ± SEM. Statistical signiﬁcance of differences between
experimental groups was assessed in all graphs and bar charts, using the one-way ANOVA, unless indicated
otherwise. Differences were considered signiﬁcant if P < 0.05; *P < 0.05, **P < 0.01, ***P < 0.001, n.s., not statistically signiﬁcant.

Results
IL-1 activates the TAB1–TAK1 heterodimer in TAB2/3 DKO cells
To investigate whether the interaction of K63-Ub chains with TAB2 and TAB3 was required to activate TAK1,
we generated IL-1R* cells lacking any expression of TAB2 and TAB3, hereafter termed TAB2/3 ‘DKO’ cells
(Figure 1A, lanes 2 and 3). In these cells, TAB1 remained associated with TAK1 even after stimulation for as
long as 2 h with IL-1β (Figure 1B).
The activation of TAK1 requires its phosphorylation at the activation loop residue Thr187 [34]. Surprisingly,
IL-1β induced the phosphorylation of TAK1 at Thr187 in TAB2/3 DKO cells and, consequently, also stimulated
the phosphorylation of the canonical IKK complex and its substrate p105/NF-κB1, as well as p38α MAP
kinase. The degree of activation of the IKK complex and p38α MAP kinase in TAB2/3 DKO and wild-type
(WT) IL-1R* cells was similar for up to 20 min after IL-1β stimulation (Figure 1C). Thus, IL-1β can activate
the TAB1–TAK1 heterodimer in DKO cells by a mechanism that is independent of the binding of K63-Ub
chains to TAB2 and TAB3.
Interestingly, the IL-1β-dependent phosphorylation of JNK1, JNK2 and p38γ MAP kinase was greatly
reduced in the TAB2/3 DKO cells compared with TAB2/3-expressing IL-1R* cells (Figure 1C). JNK1 and JNK2
are activated by MKK4 and MKK7 (see Introduction), suggesting a potential role for TAB2/3 in directing
TAK1 complexes to one or both of these substrates. Which MKK family member activates p38γ MAP kinase in
these cells is unknown.
The IL-1β-dependent phosphorylation of TAK1, IKKα/β and p38α MAP kinase in the TAB2/3 DKO cells
was transient and had almost returned to basal levels after 60 min, but the IL-1β-dependent activation of ERK1
and ERK2, which is controlled by the protein kinase Tpl2 (see Introduction), was unaffected. In contrast, IL-1β
signaling was sustained for at least 2 h in TAB2/TAB3-expressing IL-1R* cells (Figure 1D). Similar results were
obtained with a second clone of TAB2/3 DKO cells that was isolated independently (Supplementary Figure S2).
Consistent with these ﬁndings, the IL-1β-stimulated transcription of two NF-κB-dependent immediate early
genes, IκBα (inhibitor of kappa B alpha; Figure 2A) and A20 (Figure 2B), was similar in TAB2/3 DKO cells
and TAB2/3-expressing IL-1R* cells for up to 45 min. In contrast, the production of IL-8 mRNA (Figure 2C)
and IL-8 secretion (Figure 2D) was reduced drastically in the TAB2/3 DKO cells. This may be explained by the
transient activation of IKKα/IKKβ and/or p38α MAP kinase, and/or by the weak activation of JNK1/2 and
p38γ MAP kinase in these cells.
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Figure 1. IL-1β signaling in TAB2/3 DKO cells.
(A) Generation of IL-1R* cells lacking TAB2 and TAB3 or all three TAB subunits. TAK1 was immunoprecipitated from the extracts of WT IL-1R* cells
(lane 1), two different clones (4 and 11) of cells devoid of TAB2 and TAB3 (lanes 2 and 3) and two different clones (A4 and H17) lacking expression
of all three TAB components. Immunoprecipitates were subjected to SDS–PAGE, and immunoblotting as in the Methods with antibodies
recognizing TAK1 or each TAB protein. (B) TAB2/3 DKO cells (clone 4 from A) were stimulated with 5 ng/ml IL-1β for the times indicated, and TAK1
immunoprecipitated from the extracts and processed as in A. (C and D) WT or TAB2/3 DKO IL-1R* cells (clone 4 from A) were stimulated with IL-1β
for up to 1 h (C) or 2 h (D) as in B, and cell extracts analyzed by SDS–PAGE and immunoblotting with phospho-speciﬁc antibodies recognizing
phosphorylated ( p) serine ( pS), threonine (pT) and tyrosine (pY) residues in the activation loops of TAK1, IKKα/β, p105/NF-κB1, JNK1/2, p38α/p38γ
and ERK1/ERK2 MAP kinases, or with antibodies recognizing all forms of TAK1, p38α and GAPDH.

The IL-1-stimulated phosphorylation of TAK1 at Thr187 in the TAB2/3 DKO cells was not accompanied by
a decreased electrophoretic mobility of TAK1 during SDS–PAGE, in contrast with the TAB2/3-expressing
IL-1R* cells (Figure 1C,D), suggesting that there are amino acid residues in TAK1, distinct from Thr187, that
are phosphorylated in TAB2/3-expressing but not in TAB2/3 DKO cells.
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Figure 2. IL-1β-dependent gene transcription in TAB2/3 DKO IL-1R* cells.
(A–C) Cells were stimulated with IL-1β as in Figure 1, and at the times indicated, the mRNA encoding IκBα (A), A20 (B) and IL-8
(C) was measured by qRT-PCR relative to 18S ribosomal mRNA and normalized to the level found in WT cells stimulated with
IL-1β. The results are presented as arithmetic mean ± SEM for three independent experiments, each performed in triplicate.
(D) As in C, except that IL-8 secreted into the culture medium was measured by ELISA.

The IL-1-dependent activation of the TAB1–TAK1 heterodimer requires TRAF6
and the formation of ubiquitin chains
To investigate how the TAB1–TAK1 heterodimer might be activated, we ablated the expression of TRAF6 in
the TAB2/3 DKO cells. IL-1β-dependent signaling ‘downstream’ from TRAF6 was abolished in these TAB2/
TAB3/TRAF6 triple KO cells, but signaling ‘upstream’ of TRAF6 was not affected, as shown by the unimpaired
phosphorylation of IRAK4 (Figure 3A). These experiments establish that the expression of TRAF6 is essential
for the IL-1β-dependent activation of the TAB1–TAK1 heterodimer. Previously, we reported that E3
ligase-inactive mutants of TRAF6 partially restore IL-1 signaling to TRAF6 KO TAB2/3-expressing IL-1R* cells,
because Pellino1 and Pellino2 can generate the K63-Ub chains required to activate TAK1 heterotrimers in these
cells [9]. In contrast, the E3 ligase-inactive TRAF6[L74H] and TRAF6[C70A] mutants failed to restore IL-1 signaling to the TAB2/TAB3/TRAF6 TKO cells (Figure 3B). The expression of TRAF6 and its E3 ligase activity
therefore appear to be essential for the activation of the TAB1-TAK1 heterodimer in TAB2/3 DKO IL-1R* cells.
Consistent with these ﬁndings, the siRNA knockdown of Ubc13 reduced the IL-1β-dependent activation of
TAK1 and its substrates in both TAB2/3 DKO and WT IL-1R* cells (Figure 3C). The Ubc13-Uev1
E2-conjugating enzyme forms a productive complex with TRAF6 to direct the speciﬁc formation of K63-Ub
chains [35].
To assess the importance of TAB1 in the activation of the TAB1–TAK1 heterodimer, we generated IL-1R*
cells lacking expression of all three TAB components (Figure 1A, lanes 5 and 6). IL-1β did not stimulate the
phosphorylation of TAK1 or its substrates in these cells (Figure 4A), but the activation of p38α MAP kinase
and the weak activation of JNK1/2 could be restored by the re-expression of TAB1 (Figure 4B). These experiments demonstrate an essential role for TAB1 in permitting IL-1β to activate the TAB1–TAK1 heterodimer.

XIAP is not required for the activation of the TAB1–TAK1 heterodimer
It has been reported that the E3 ubiquitin ligase XIAP binds to the N-terminus of TAB1, and that WT XIAP
but not an XIAP mutant unable to bind to TAB1 induced NF-κB-dependent gene transcription when
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Figure 3. TRAF6 E3 ligase activity is required for the IL-1β-dependent activation of the TAB1–TAK1 heterodimer in
TAB2/3 DKO cells.
(A) TAB2/3 DKO (clone 4 from Figure 1A) and TAB2/TAB3/TRAF6 TKO IL-1R* cells were stimulated with IL-1β for the times
indicated, and cell extracts subjected to SDS–PAGE and immunoblotting with the antibodies used in Figure 1 and an antibody
recognizing IRAK4 phosphorylated at Thr245 and Ser346. (B) As in A, except that WT TRAF6 or the indicated
E3-ligase-inactive mutants of TRAF6 were re-expressed in the TAB2/TAB3/TRAF6 TKO IL-1R* cells. (C) WT and TAB2/3 DKO
cells were incubated for 72 h with siRNA against Ubc13 and stimulated for 10 min with 5 ng/ml IL-1β. Other details are as in A.
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Figure 4. IL-1 signaling is restored to TAB1/2/3 TKO cells by the re-expression of TAB1.
(A) The experiment was carried out as in Figure 3A, except that TAB1/2/3 TKO cells (clone A4 from Figure 1A) and WT IL-1R*
cells were used. (B) As in A, except that HA-TAB1 was re-expressed in the TAB1/2/3 TKO IL-1R* cells where indicated and the
cells stimulated for 10 min with 5 ng/ml IL-1β. Extracts from WT cells (20 mg of protein) and TAB1/2/3 TKO IL-1R* cells (40 mg
of protein) were then processed as in A (top ﬁve panels). In the bottom two panels, TAK1 was immunoprecipitated from the
extracts and immunoblotted with anti-TAB1 and anti-TAK1 to conﬁrm that the re-expressed TAB1 had recombined with TAK1.

overexpressed in HEK293T cells [36]. To investigate the potential involvement of XIAP in the IL-1-dependent
activation of the TAB1–TAK1 heterodimer, we generated IL-1R* TKO cells lacking any expression of XIAP,
TAB2 and TAB3. The IL-1β-dependent activation of TAK1 in XIAP KO cells was slightly enhanced compared
with that observed in XIAP-expressing cells (Supplementary Figure S3A). We also eliminated the expression of
two other IAP family members (cIAP1 and cIAP2) by incubating the cells with GT12911 [31–33]. These
experiments showed that loss of all three IAP family members did not affect the IL-1-dependent activation of
the TAB1–TAK1 heterodimer in IL-1R* cells (Supplementary Figure S3B). Taken together, these experiments
indicate that XIAP, cIAP1 and cIAP2 are not involved in mediating the IL-1β-dependent activation of the
TAB1–TAK1 heterodimer in IL-1R* cells.
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IL-1β does not stimulate the phosphorylation of TAK1 at Ser439
It has been reported that IL-1 stimulates the phosphorylation of Ser439 on TAK1 in IL-1R cells by a protein
kinase distinct from TAK1 [37,38] and that the TAK1[S439A] mutant is activated less efﬁciently by lipopolysaccharide than WT TAK1 when re-expressed in TAK1 KO mouse embryonic ﬁbroblasts [38]. We conﬁrmed using
an antibody from Cell Signalling Technology (#9339) that the endogenous TAK1 was phosphorylated at Ser439
in WT IL-1R* cells and TAB2/3 DKO cells, but phosphorylation was not increased by stimulation with IL-1β or
suppressed by the TAK1 inhibitor NG25 (Supplementary Figure S4). These experiments indicate that the phosphorylation of Ser439 does not mediate the IL-1β-dependent activation of the TAB1–TAK1 heterodimer in these
cells. The IL-1β-dependent phosphorylation of TAK1 at Thr187 and the phosphorylation of IKKα/β, p38α and
JNK1/2 were prevented by NG25 as expected [20].

IL-1β signaling in TAB1 KO IL-1R* cells
To investigate the regulation of the TAB2–TAK1 and TAB3–TAK1 heterodimers, we next generated TAB1 KO
IL-1R* cells (Figure 5A). In these cells, the IL-1β-dependent phosphorylation of TAK1 at Thr187 and the phosphorylation of IKKα/IKKβ and p105/NF-κB1 were similar to WT IL-1R* cells expressing all three TAB subunits (Figure 5B). Consistent with these observations, the IL-1β-dependent transcription of the immediate early
genes IκBα (Figure 5C) and A20 (Figure 5D) and the production of IL-8 mRNA (Figure 5E) were similar in
TAB1 KO and WT IL-1R* cells for up to 60 min. The IL-1β-dependent phosphorylation of TAK1, JNK1/JNK2,
p38α and p38γ MAP kinases was also similar to WT IL-1R* cells for up to 30 min, but modestly reduced after
stimulation for an hour or longer (Figure 5B). These observations may explain the small reduction in IL-8
mRNA and IL-8 secretion observed consistently after prolonged stimulation of TAB1 KO cells with IL-1β
(Figure 5E,F). Similar results were obtained with a second clone of the TAB1 KO IL-1R* cells that was isolated
independently (Supplementary Figure S5).
To investigate how the TAB2–TAK1 and TAB3–TAK1 complexes were activated, we ablated TRAF6 expression in the TAB1 KO cells to generate TAB1/TRAF6 DKO IL-1R* cells. As expected, no IL-1β-dependent signaling was detectable in these cells (Figure 6A), conﬁrming an essential role for TRAF6 in activating the
TAB2–TAK1 and TAB3–TAK1 heterodimers. The re-expression of the E3 ligase-inactive mutant of TRAF6
[L74H] mutant, and even a truncation mutant lacking the RING domain of TRAF6 (TRAF6[120-522]), partially restored IL-1β-dependent signaling to TAB1/TRAF6 DKO IL-1R* cells (Figure 6B). Therefore, similar to
IL-1R* cells expressing all three TAB components [9], the E3 ligase activity of TRAF6 is not essential for activation of the TAB2–TAK1 and TAB3–TAK1 heterodimers.
To assess the importance of interaction between TAB2 and K63-Ub chains for the activation of the TAB2–
TAK1 heterodimer, we re-expressed TAB2 in IL-1R* cells lacking all three TAB components. IL-1β signaling
was restored by the re-expression of WT TAB2, but not by a TAB2 mutant, in which Thr673 and Phe674 in
the NZF motif were mutated to Ala (Figure 6C). This mutant is unable to interact with K63-Ub chains [29].
Taken together, these experiments indicate that the expression of TAB2 and its interaction with K63-Ub chains
is essential for the IL-1β-dependent activation of the TAB2–TAK1 heterodimer in IL-1R* cells devoid of TAB1
and TAB3 expression.

Discussion

The expression of TRAF6 is required for IL-1 signaling and, until recently, it was thought that the essential role
of TRAF6 in this pathway was to generate the K63-Ub chains that interact with TAB2/3 and induce the activation
of the TAB1–TAK1–TAB2 and TAB1–TAK1–TAB3 heterotrimers. However, we recently found that the E3 ligase
activity of TRAF6 contributes to, but is not essential for IL-1 and Toll-like receptor (TLR) signaling, and that the
essential roles of TRAF6 are independent of its E3 ligase activity. This is because, at least in IL-1R* cells, the E3
ligases Pellino1 and Pellino2 operate redundantly with TRAF6 to generate the K63-Ub chains required to initiate
IL-1β signaling [9]. Here, we report that the interaction of K63-Ub chains with TAB2 and TAB3 is also dispensable for the acute (<30 min) IL-1β-dependent activation of TAK1 in IL-1R* cells, demonstrating that IL-1β activates the TAB1–TAK1 heterodimer in TAB2/3 DKO cells by another mechanism (Figure 1).
We found that activation of the TAB1–TAK1 heterodimer requires both the expression and the E3 ligase activity
of TRAF6 (Figure 3B), but neither TAB1 nor TAK1 possess a known ubiquitin-binding domain. These observations
suggest that TRAF6-generated ubiquitin chains activate the TAB1–TAK1 heterodimer indirectly. One possibility is
that TRAF6-generated K63-Ub chains might activate an as-yet unidentiﬁed protein kinase, which phosphorylates
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Figure 5. IL-1β signaling in TAB1 KO IL-1R* cells.
(A) Generation of two clones of TAB1 KO IL-1R* cells. Other details are as in Figure 1A. (B) WT IL-1R* cells and TAB1 KO cells
(clone 44) were stimulated for up to 2 h with IL-1β . Cell extracts were denatured in SDS, subjected to SDS–PAGE and
immunoblotted with the antibodies indicated. (C–E) As in B, except that RNA was extracted from the cells at the times
indicated and the formation of IκBα (C), A20 (D) and IL-8 (E) mRNA was measured by qRT-PCR relative to 18S ribosomal
mRNA and normalized to the level found in WT cells stimulated with IL-1β. The results are presented as arithmetic mean ± SEM
for three independent experiments, each performed in triplicate. (F) As in E, except that IL-8 secreted into the culture medium
was measured by ELISA.

and activates the TAB1–TAK1 heterodimer. However, it is unlikely that such a kinase activates TAK1 by phosphorylating Thr187 directly, because IL-1β does not induce Thr187 phosphorylation in IL-1R* cells expressing the
kinase-inactive TAK1[D175A] mutant [9]; instead, this observation suggests that Thr187 is phosphorylated by
TAK1 itself. The putative protein kinase might therefore phosphorylate another amino acid residue(s) in TAK1 or
TAB1, which induces a conformational change that enables TAK1 to auto-activate. Indeed, it has been reported
that TAK1 activity is enhanced by the phosphorylation at Ser439, which is catalyzed by another protein kinase(s)
[37,38]. However, we could exclude Ser439 phosphorylation as the mechanism because the phosphorylation of this
site was not increased when the TAB2/3 DKO cells were stimulated with IL-1β (Supplementary Figure S4).
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Figure 6. IL-1 signaling in different TAB- and TRAF6-deﬁcient cells.
(A) Generation of TAB1/TRAF6 DKO cells from TAB1 KO cells (clone 44 from Figure 5A). (B) WT TRAF6 and the E3
ligase-inactive TRAF6[L74H] and TRAF6[120-522] mutants were re-expressed in TAB1/TRAF6 DKO cells (clone 1 from A).
These cells, TAB1 KO cells (clone 44 from Figure 5A) and TAB1/TRAF6 DKO cells not re-transfected with TRAF6, were then
stimulated with IL-1β for the times indicated. Other details are as in A. (C) HA-TAB2 or the K63-Ub-binding-defective HA-TAB2
[T674/F675A] mutant were re-expressed in TAB1/2/3 TKO IL-1R* cells (clone A4 from Figure 1A). These cells, TAB1/2/3 TKO
cells not re-transfected with HA-TAB2 and WT IL-1R* cells, were stimulated for 10 min with 5 ng/ml IL-1β. Cell extracts (20 mg
of protein-WT cells or 40 mg of protein-TAB1/2/3 TKO cells) were subjected to SDS–PAGE and immunoblotted with the
antibodies indicated.
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A further possibility is that the TAB1–TAK1 heterodimer is intrinsically active, even in cells not stimulated
with IL-1β, and that Thr187 phosphorylation is suppressed under basal conditions by the action of one or
more serine/threonine-speciﬁc protein phosphatases. In support of this contention, the incubation of primary
keratinocytes with calyculin A, a potent inhibitor of the PPP gene family of serine-/threonine-speciﬁc protein
phosphatases (PPs), induced the phosphorylation of TAK1 at Thr187 in keratinocytes from WT mice but not
in keratinocytes from TAB1 KO mice. PP2A [39] and PP6 [40] were reported to modulate TAK1 phosphorylation and the latter to be associated with the endogenous TAK1 [40]. It is therefore possible that
TRAF6-generated K63-Ub chains induce the IL-1β-dependent activation of the TAB1–TAK1 heterodimer by
inhibiting a TAK1 phosphatase(s).
Consistent with the ﬁndings reported here, Takeuchi and co-workers reported that the phosphorylation of
TAK1 and the activation of NF-κB were not impaired in TAB2/TAB3-deﬁcient B cells following stimulation
with the TLR9 ligand CpG DNA, with anti-CD40 or with IgM [41]. They also reported that the phosphorylation of JNK was reduced and some late B cell responses were impaired. Based on these observations, they concluded that TAB2 and TAB3 regulate MAP kinases in B cells by a TAK1-independent mechanism. However,
their observation that JNK activation was reduced in TAB2/TAB3-deﬁcient cells without an effect on IKK activation is similar to our observations in IL-1-stimulated TAB2/3 DKO IL-1R* cells (Figure 1C). Therefore, an
alternative interpretation of their ﬁndings is that TAB2 and TAB3 have a speciﬁc role in directing the TAB1–
TAK1–TAB2 and/or TAB1–TAK1–TAB3 heterotrimers to the MKK family members that activate JNK1 and
JNK2. Analogous roles for the regulatory components of other protein kinases and phosphatases are well documented [42]. Similar to TAB2/3, the NF-κB essential modiﬁer (NEMO) component of the canonical IKK
complex binds ubiquitin chains, but it also interacts with IκBα, which is critical for the IKKβ-catalyzed phosphorylation of IκBα [43,44]. The loss of some responses in TAB2/3-deﬁcient B cells [41] could also be
explained if, as found in the present study, the activation of the TAB1–TAK1 complex is more transient in
TAB2/3-deﬁcient B cells than the heterotrimeric TAK1 complexes.
In summary, our results indicate that IL-1β activates TAK1 complexes in IL-1R* cells in two ways, both
dependent on the expression of TRAF6: ﬁrst, by the previously described binding of K63-Ub chains to the
NZF domains of TAB2 and TAB3; second, by a ubiquitin-dependent mechanism that is independent of the
binding of K63-Ub chains to TAB2 and TAB3 and requires the expression of TAB1. The IL-1β-dependent activation of the TAB1–TAK1 heterodimer is rapid, robust and sufﬁcient for the NF-κB-dependent transcription
of immediate early genes (Figure 2). The IL-1β-dependent activation of the TAB2–TAK1 and TAB3–TAK1 heterodimers contributes to the acute activation of TAK1, but is especially important in sustaining signaling for a
prolonged period in IL-1R* cells (Figure 5). In contrast with activation of the TAB1–TAK1 heterodimer, the
TRAF6 E3 ligase activity is not essential for the activation of TAB2–TAK1 and TAB3–TAK1 complexes
(Figure 6B), because the K63-Ub chains that interact with TAB2/3 can also be generated by Pellino1 and
Pellino2 [9].
Abbreviations
Cas9, CRISPR-associated protein 9; cIAP, cellular inhibitor of apoptosis protein; CRISPR, clustered regularly
interspaced short palindromic repeats; DKO, double knockout; ERK, extracellular signal regulated kinase;
GAPDH, glyceraldehyde 3-phosphatase dehydrogenase; gRNA, guide RNA; HEK293, human embryonic kidney
293 cell; IκBα, inhibitor of kappa B alpha; IKK, IκBα kinase; IL-1, interleukin-1; IL-1R, IL-1 receptor; IRAK,
IL-1R-associated kinase; IRF5, interferon regulatory factor 5; JNK, c-Jun N-terminal kinase; K63-Ub,
Lys63-linked ubiquitin; MAP, mitogen-activated protein; MAPK, MAP kinase; MEK, mitogen-activated kinase
kinase or ERK kinase; MKK, MAP kinase kinase; MRC-PPU, Medical Research Council Protein Phosphorylation
and Ubiquitylation Unit; MyD88, Myeloid Differentiation primary response gene 88; NEMO, NF-κB essential
modiﬁer; NF-κB, nuclear factor kappa B; NZF, Npl4 zinc ﬁnger; RING, Really Interesting New Gene; siRNA, small
interfering RNA; TAB, TAK1-binding; TAK1, TGFβ-activated kinase 1; TKO, triple knockout; TLR, Toll-like
receptor; Tpl2, tumor progression locus 2; TRAF6, tumor necrosis factor receptor-associated factor 6; Ubc13,
ubiquitin conjugating 13; XIAP, X-linked inhibitor of apoptosis protein.

Author Contribution
J.Z. and P.C. designed the experiments and wrote the paper and J.Z. performed the experiments. T.M. designed
and made the guide RNAs for CRISPR/Cas9 gene-editing experiments. M.P. performed the DNA cloning and
site-directed mutagenesis.

2246

© 2017 The Author(s). This is an open access article published by Portland Press Limited on behalf of the Biochemical Society and distributed under the Creative Commons Attribution License 4.0 (CC BY).

Biochemical Journal (2017) 474 2235–2248
DOI: 10.1042/BCJ20170288

Funding
The research was also supported by Wellcome Trust Grant WT100294 (to P.C.) and by Boehringer Ingelheim,
GlaxoSmithKline and Merck Serono.

Acknowledgements
We thank the Medical Research Council Protein Phosphorylation and Ubiquitylation Unit for a studentship (to J.Z.).

Competing Interests
The Authors declare that there are no competing interests associated with the manuscript information.

References
1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25

Garlanda, C., Dinarello, C.A. and Mantovani, A. (2013) The interleukin-1 family: back to the future. Immunity 39, 1003–1018 doi:10.1016/j.immuni.
2013.11.010
Lin, S.-C., Lo, Y.-C. and Wu, H. (2010) Helical assembly in the MyD88–IRAK4–IRAK2 complex in TLR/IL-1R signalling. Nature 465, 885–890 doi:10.
1038/nature09121
Motshwene, P.G., Moncrieffe, M.C., Grossmann, J.G., Kao, C., Ayaluru, M., Sandercock, A.M. et al. (2009) An oligomeric signaling platform formed by
the Toll-like receptor signal transducers MyD88 and IRAK-4. J. Biol. Chem. 284, 25404–25411 doi:10.1074/jbc.M109.022392
Ye, H., Arron, J.R., Lamothe, B., Cirilli, M., Kobayashi, T., Shevde, N.K. et al. (2002) Distinct molecular mechanism for initiating TRAF6 signalling.
Nature 418, 443–447 doi:10.1038/nature00888
Yin, Q., Lin, S.-C., Lamothe, B., Lu, M., Lo, Y.-C., Hura, G. et al. (2009) E2 interaction and dimerization in the crystal structure of TRAF6. Nat. Struct.
Mol. Biol. 16, 658–666 doi:10.1038/nsmb.1605
Smith, H., Peggie, M., Campbell, D.G., Vandermoere, F., Carrick, E. and Cohen, P. (2009) Identiﬁcation of the phosphorylation sites on the E3 ubiquitin
ligase Pellino that are critical for activation by IRAK1 and IRAK4. Proc. Natl Acad. Sci. U.S.A. 106, 4584–4590 doi:10.1073/pnas.0900774106
Ordureau, A., Smith, H., Windheim, M., Peggie, M., Carrick, E., Morrice, N. et al. (2008) The IRAK-catalysed activation of the E3 ligase function of
Pellino isoforms induces the Lys63-linked polyubiquitination of IRAK1. Biochem. J. 409, 43–52 doi:10.1042/BJ20071365
Goh, E.T.H., Arthur, J.S.C., Cheung, P.C.F., Akira, S., Toth, R. and Cohen, P. (2012) Identiﬁcation of the protein kinases that activate the E3 ubiquitin
ligase Pellino 1 in the innate immune system. Biochem. J. 441, 339–346 doi:10.1042/BJ20111415
Strickson, S., Emmerich, C.H., Goh, E.T.H., Zhang, J., Kelsall, I.R., Macartney, T. et al. (2017) Roles of the TRAF6 and Pellino E3 ligases in MyD88 and
RANKL signaling. Proc. Natl Acad. Sci. U.S.A. 114, E3481–E3489 doi:10.1073/pnas.1702367114
Pauls, E., Nanda, S.K., Smith, H., Toth, R., Arthur, J.S.C. and Cohen, P. (2013) Two phases of inﬂammatory mediator production deﬁned by the study
of IRAK2 and IRAK1 knock-in mice. J. Immunol. 191, 2717–2730 doi:10.4049/jimmunol.1203268
Xia, Z.-P., Sun, L., Chen, X., Pineda, G., Jiang, X., Adhikari, A. et al. (2009) Direct activation of protein kinases by unanchored polyubiquitin chains.
Nature 461, 114–119 doi:10.1038/nature08247
Wang, C., Deng, L., Hong, M., Akkaraju, G.R., Inoue, J.-i. and Chen, Z.J. (2001) TAK1 is a ubiquitin-dependent kinase of MKK and IKK. Nature 412,
346–351 doi:10.1038/35085597
Cheung, P.C.F., Nebreda, A.R. and Cohen, P. (2004) TAB3, a new binding partner of the protein kinase TAK1. Biochem. J. 378, 27–34 doi:10.1042/
bj20031794
Kanayama, A., Seth, R.B., Sun, L., Ea, C.-K., Hong, M., Shaito, A. et al. (2004) TAB2 and TAB3 activate the NF-κB pathway through binding to
polyubiquitin chains. Mol. Cell 15, 535–548 doi:10.1016/j.molcel.2004.08.008
Kulathu, Y., Akutsu, M., Bremm, A., Hofmann, K. and Komander, D. (2009) Two-sided ubiquitin binding explains speciﬁcity of the TAB2 NZF domain.
Nat. Struct. Mol. Biol. 16, 1328–1330 doi:10.1038/nsmb.1731
Tournier, C., Dong, C., Turner, T.K., Jones, S.N., Flavell, R.A. and Davis, R.J. (2001) MKK7 is an essential component of the JNK signal transduction
pathway activated by proinﬂammatory cytokines. Genes Dev. 15, 1419–1426 doi:10.1101/gad.888501
Lawler, S., Fleming, Y., Goedert, M. and Cohen, P. (1998) Synergistic activation of SAPK1/JNK1 by two MAP kinase kinases in vitro. Curr. Biol. 8,
1387–1391 doi:10.1016/S0960-9822(98)00019-0
Shim, J.-H., Xiao, C., Paschal, A.E., Bailey, S.T., Rao, P., Hayden, M.S. et al. (2005) TAK1, but not TAB1 or TAB2, plays an essential role in multiple
signaling pathways in vivo. Genes Dev. 19, 2668–2681 doi:10.1101/gad.1360605
Sato, S., Sanjo, H., Takeda, K., Ninomiya-Tsuji, J., Yamamoto, M., Kawai, T. et al. (2005) Essential function for the kinase TAK1 in innate and adaptive
immune responses. Nat. Immunol. 6, 1087–1095 doi:10.1038/ni1255
Zhang, J., Clark, K., Lawrence, T., Peggie, M.W. and Cohen, P. (2014) An unexpected twist to the activation of IKKβ: TAK1 primes IKKβ for activation by
autophosphorylation. Biochem. J. 461, 531–537 doi:10.1042/BJ20140444
DiDonato, J.A., Hayakawa, M., Rothwarf, D.M., Zandi, E. and Karin, M. (1997) A cytokine-responsive IκB kinase that activates the transcription factor
NF-κB. Nature 388, 548–554 doi:10.1038/41493
Lopez-Pelaez, M., Lamont, D.J., Peggie, M., Shpiro, N., Gray, N.S. and Cohen, P. (2014) Protein kinase IKKβ-catalyzed phosphorylation of IRF5 at Ser462
induces its dimerization and nuclear translocation in myeloid cells. Proc. Natl Acad. Sci. U.S.A. 111, 17432–17437 doi:10.1073/pnas.1418399111
Ren, J., Chen, X. and Chen, Z.J. (2014) IKKβ is an IRF5 kinase that instigates inﬂammation. Proc. Natl Acad. Sci. U.S.A. 111, 17438–17443 doi:10.
1073/pnas.1418516111
Waterﬁeld, M., Jin, W., Reiley, W., Zhang, M. and Sun, S.-C. (2004) Iκb kinase is an essential component of the Tpl2 signaling pathway. Mol. Cell. Biol.
24, 6040–6048 doi:10.1128/MCB.24.13.6040-6048.2004
Beinke, S., Robinson, M.J., Hugunin, M. and Ley, S.C. (2004) Lipopolysaccharide activation of the TPL-2/MEK/extracellular signal-regulated kinase
mitogen-activated protein kinase cascade is regulated by IκB kinase-induced proteolysis of NF-κB1 p105. Mol. Cell. Biol. 24, 9658–9667 doi:10.1128/
MCB.24.21.9658-9667.2004

© 2017 The Author(s). This is an open access article published by Portland Press Limited on behalf of the Biochemical Society and distributed under the Creative Commons Attribution License 4.0 (CC BY).

2247

Biochemical Journal (2017) 474 2235–2248
DOI: 10.1042/BCJ20170288

26
27
28
29
30

31
32
33
34

35
36
37
38

39
40
41
42
43
44

2248

Ben-Addi, A., Mambole-Dema, A., Brender, C., Martin, S.R., Janzen, J., Kjaer, S. et al. (2014) Iκb kinase-induced interaction of TPL-2 kinase with 14-3-3
is essential for Toll-like receptor activation of ERK-1 and -2 MAP kinases. Proc. Natl Acad. Sci. U.S.A. 111, E2394–E2403 doi:10.1073/pnas.1320440111
Gantke, T., Sriskantharajah, S., Sadowski, M. and Ley, S.C. (2012) Iκb kinase regulation of the TPL-2/ERK MAPK pathway. Immunol. Rev. 246,
168–182 doi:10.1111/j.1600-065X.2012.01104.x
Pattison, M.J., Mitchell, O., Flynn, H.R., Chen, C.-S., Yang, H.-T., Ben-Addi, H. et al. (2016) TLR and TNF-R1 activation of the MKK3/MKK6-p38α axis
in macrophages is mediated by TPL-2 kinase. Biochem. J. 473, 2845–2861 doi:10.1042/BCJ20160502
Emmerich, C.H., Ordureau, A., Strickson, S., Arthur, J.S.C., Pedrioli, P.G.A., Komander, D. et al. (2013) Activation of the canonical IKK complex by K63/
M1-linked hybrid ubiquitin chains. Proc. Natl Acad. Sci. U.S.A. 110, 15247–15252 doi:10.1073/pnas.1314715110
Cushing, L., Stochaj, W., Siegel, M., Czerwinski, R., Dower, K., Wright, Q. et al. (2014) Interleukin 1/Toll-like receptor-induced autophosphorylation
activates interleukin 1 receptor-associated kinase 4 and controls cytokine induction in a cell type-speciﬁc manner. J. Biol. Chem. 289, 10865–10875
doi:10.1074/jbc.M113.544809
Vince, J.E., Wong, W.W.-L., Khan, N., Feltham, R., Chau, D., Ahmed, A.U. et al. (2007) IAP antagonists target cIAP1 to induce TNFα-dependent
apoptosis. Cell 131, 682–693 doi:10.1016/j.cell.2007.10.037
Vince, J.E., Wong, W.W.-L., Gentle, I., Lawlor, K.E., Allam, R., O’Reilly, L. et al. (2012) Inhibitor of apoptosis proteins limit RIP3 kinase-dependent
interleukin-1 activation. Immunity 36, 215–227 doi:10.1016/j.immuni.2012.01.012
Lawlor, K.E., Khan, N., Mildenhall, A., Gerlic, M., Croker, B.A., D’Cruz, A.A. et al. (2015) RIPK3 promotes cell death and NLRP3 inﬂammasome
activation in the absence of MLKL. Nat. Commun. 6, 6282 doi:10.1038/ncomms7282
Singhirunnusorn, P., Suzuki, S., Kawasaki, N., Saiki, I. and Sakurai, H. (2005) Critical roles of threonine 187 phosphorylation in cellular stress-induced
rapid and transient activation of transforming growth factor-β-activated kinase 1 (TAK1) in a signaling complex containing TAK1-binding protein TAB1
and TAB2. J. Biol. Chem. 280, 7359–7368 doi:10.1074/jbc.M407537200
Deng, L., Wang, C., Spencer, E., Yang, L., Braun, A., You, J. et al. J. (2000) Activation of the IκB kinase complex by TRAF6 requires a dimeric
ubiquitin-conjugating enzyme complex and a unique polyubiquitin chain. Cell 103, 351–361 doi:10.1016/S0092-8674(00)00126-4
Lu, M., Lin, S.-C., Huang, Y., Kang, Y.J., Rich, R., Lo, Y.-C. et al. (2007) XIAP induces NF-κB activation via the BIR1/TAB1 interaction and BIR1
dimerization. Mol. Cell 26, 689–702 doi:10.1016/j.molcel.2007.05.006
Gu, M., Ouyang, C., Lin, W., Zhang, T., Cao, X., Xia, Z. et al. (2014) Phosphatase holoenzyme PP1/GADD34 negatively regulates TLR response by
inhibiting TAK1 serine 412 phosphorylation. J. Immunol. 192, 2846–2856 doi:10.4049/jimmunol.1302537
Ouyang, C., Nie, L., Gu, M., Wu, A., Han, X., Wang, X. et al. (2014) Transforming growth factor (TGF)-β-activated kinase 1 (TAK1) activation requires
phosphorylation of serine 412 by protein kinase A catalytic subunit α (PKACα) and X-linked protein kinase (PRKX). J. Biol. Chem. 289, 24226–24237
doi:10.1074/jbc.M114.559963
Kim, S.I., Kwak, J.H., Wang, L. and Choi, M.E. (2008) Protein phosphatase 2A is a negative regulator of transforming growth factor-β1-induced TAK1
activation in mesangial cells. J. Biol. Chem. 283, 10753–10763 doi:10.1074/jbc.M801263200
Kajino, T., Ren, H., Iemura, S.-i., Natsume, T., Stefansson, B., Brautigan, D.L. et al. (2006) Protein phosphatase 6 down-regulates TAK1 kinase
activation in the IL-1 signaling pathway. J. Biol. Chem. 281, 39891–39896 doi:10.1074/jbc.M608155200
Ori, D., Kato, H., Sanjo, H., Tartey, S., Mino, T., Akira, S. et al. (2013) Essential roles of K63-linked polyubiquitin-binding proteins TAB2 and TAB3 in B
cell activation via MAPKs. J. Immunol. 190, 4037–4045 doi:10.4049/jimmunol.1300173
Hubbard, M.J. and Cohen, P. (1993) On target with a new mechanism for the regulation of protein phosphorylation. Trends Biochem. Sci. 18, 172–177
doi:10.1016/0968-0004(93)90109-Z
Schröfelbauer, B., Polley, S., Behar, M., Ghosh, G. and Hoffmann, A. (2012) NEMO ensures signaling speciﬁcity of the pleiotropic IKKβ by directing its
kinase activity toward IκBα. Mol. Cell 47, 111–121 doi:10.1016/j.molcel.2012.04.020
Clark, K., Nanda, S. and Cohen, P. (2013) Molecular control of the NEMO family of ubiquitin-binding proteins. Nat. Rev. Mol. Cell Biol. 14, 673–685
doi:10.1038/nrm3644

© 2017 The Author(s). This is an open access article published by Portland Press Limited on behalf of the Biochemical Society and distributed under the Creative Commons Attribution License 4.0 (CC BY).

